LEGENDS
. Delineation of genotypes, genotype groups, sets of genotype groups, and infection groups (A) Using data for each of the two loci, genotypes were delineated based on the raw consensus sequences. (B) Genotype groups (GGs) were empirically delineated using the loci phylogenies, in which closely related genotypes clustered. (C) Infection groups (IGs) were also delineated using a classification approach. They are groups of individuals (ticks and/or mammals) that displayed similar infection patterns. (D) Sets of genotype groups (SSGs) were delineated using a classification approach.
They are communities of frequently co-occurring GGs found within individuals. 
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